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NOTICE: This is a sample image of MTA for tomato cDNA clones. You will 

find an actual MTA in the “Material Transfer Agreement” window of the 

“Plant Genetic Clone Request Form” page 

(https://www.biosupport.kazusa.or.jp/sub_center1/plant/cgi/clonereq.cgi). If 

you agree, press “Agree and Submit” button to send your clone request. 

 

 

 

Material Transfer Agreement 

 

Claimant Information 

Full Name：                      

Affiliation：                      

Department：                      

Zip-code：                      

Address：                      

Country:                      

Tel:                      

Fax:                      

E-mail：                      

Payment：Credit Card or Wire Transfer or Check 

 

For research use only. Researchers may use this clone in their own research.  

 

Researchers cannot transfer this clone and progeny to others. Researchers may transfer 

derivatives to others for research use provided that at the time of transfer a copy of this 

label license is given to the recipients and recipients agree to be bound by the terms of 

this label license.  

 

Kazusa DNA Research Institute makes no representations and extends no warranties of 

any kind, either expressed or implied. For example, there are no express or implied 

warranties of fitness for a particular purpose or freedom from infringement of any 

patent or other proprietary rights of any third party.  

 

Researchers assume all liability for damages that may arise from their use, storage or 

disposal of this clone. To the extent allowed by law, researchers hold harmless and 

https://www.biosupport.kazusa.or.jp/sub_center1/plant/cgi/clonereq.cgi
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indemnify Kazusa DNA Research Institute for any claim asserted by any third party 

related to researchers use, storage or disposal of this clone.  

 

Researchers agree to refer to and acknowledge the use of this clone in the event 

research findings are publicized, by referring to the APPENDIX below.  

 

If the purchaser is not willing to accept the conditions of this limited use statement, 

Kazusa DNA Research Institute may accept the return of the unopened product. 

However, in the event that the product is opened, then purchaser agrees to be bound by 

the conditions of this limited use statement.  

 

-------------------------------------------------------------------------------- 

 

APPENDIX  

(1) Tomato full-length cDNA clones 

Privider: National Bioresource Project (MEXT, Japan) 

 

Reference: Koh Aoki, Kentaro Yano, Ayako Suzuki, Shingo Kawamura, Nozomu Sakurai, 

Kunihiro Suda, Atsushi Kurabayashi, Tatsuya Suzuki, Taneaki Tsugane, Manabu 

Watanabe, Kazuhide Ooga, Maiko Torii, Takanori Narita, Tadasu Shin-i, Yuji Kohara, 

Naoki Yamamoto, Hideki Takahashi, Yuichiro Watanabe, Mayumi Egusa, Motoichiro 

Kodama, Yuki Ichinose, Mari Kikuchi, Sumire Fukushima, Akiko Okabe, Tsutomu Arie, 

Yuko Sato, Katsumi Yazawa, Shinobu Satoh, Toshikazu Omura, Hiroshi Ezura and 

Daisuke Shibata (2010) Large-scale analysis of full-length cDNAs from the tomato 

(Solanum lycopersicum) cultivar Micro-Tom, a reference system for the Solanaceae 

genomics. BMC Genomics, 11:210  

 

(2) Tomato EST clones 

Provider: Kazusa DNA Research Institute 

Refernce:  

Naoki Yamamoto, Taneaki Tsugane, Manabu Watanabe, Kentaro Yano, Fumi Maeda, 

Chikara Kuwata, Torki Moez, Yusuke Ban, Shigeo Nishimura and Daisuke Shibata 

(2005) Expressed sequence tags from the laboratory-grown miniature tomato 

(Lycopersicon esculentum) cultivar Micro-Tom and mining for single nucleotide 

polymorphisms and insertions/deletions in tomato cultivars. GENE, 356:127-134.  
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(3) Arabidopsis thaliana EST clones 

Provider: Kazusa DNA Research Institute 

Refernce: 

Asamizu E, Nakamura Y, Sato S, Tabata S (2000) A large scale analysis of cDNA in 

Arabidopsis thaliana: Generation of 12,028 non-redundant expressed sequence tags 

from normalized and size-selected cDNA libraries. DNA Research, 7:175-180.  

 

(4) Porphyra yezoensis EST clones 

Provider: Kazusa DNA Research Institute 

Refernce: 

Nikaido I, Asamizu E, Nakajima M, Nakamura Y, Saga N, Tabata S (2000) Generation 

of 10,154 Expressed Sequence Tags from a Leafy Gametophyte of a Marine Red Alga, 

Porphyra yezoensis. DNA Research, 7:223-227.  

 

(5) Chlamydomonas reinhardtii EST clones 

Provider: Kazusa DNA Research Institute 

Refernce: 

Asamizu E, Nakamura Y, Miura K, Fukuzawa H, Fujiwara S, Hirono M, Iwamoto K, 

Matsuda Y, Minagawa J, Shimogawara K, Takahashi Y, Tabata S (2004) Establishment 

of Publicly Available cDNA Material and Information Resource of Chlamydomonas 

reinhardtii (Chlorophyta), to Facilitate Gene Function Analysis. Phycologia, 43:722-726. 

 

-------------------------------------------------------------------------------- 

(Agree and submit.) 


